Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.035; wR factor = 0.078; data-to-parameter ratio = 14.5.
Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT-Plus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) and WinGX (Farrugia, 1999) ; molecular graphics: DIAMOND (Brandenburg, 2009); software used to prepare material for publication: publCIF (Westrip, 2009).
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Comment
The molecular structure of the perdeuterated benzene solvate of the title compound, (I).C 6 D 6 , was first determined by Carmalt et al. (1997) . The existence of different enantiomers in the crystal structures of bis[2-(dimethylaminomethyl)phenyl]organoantimony(III) bromide and iodide has been reported (Opris et al., 2003) .
In the structure of (I), there are two dimethylaminomethylphenyl ligands that are asymmetrically coordinated to the Sb atom; the Sb atom adopts a Ψ-trigonal-bipyramidal geometry. The ligand containing nitrogen atom N1 was found to be disordered over two positions with s.o.f. of 0.501 (6) (Fig. 1 ), and 0.499 (6) ( Fig. 2 ) thus resulting in two conformational isomers. Intramolecular hydrogen bonds are present between the chlorine atom and hydrogen atom in position 6 of the organic substituent containing the N1 atom (Table 1) .
Bond distances and bond angles in (I) are similar to those reported for the perdeuteraded benzene solvate of the title compound (Carmalt et al., 1997) .
Experimental
The title compound was prepared according to a previously described method (Carmalt et al., 1997) . Colourless crystals were obtained from a solution in chloroform by slow evaporation of the solvent.
Refinement
The organic group containing N1 was found disordered over two positions. The components of the disorder were refined using a second free-variable. The phenyl groups were refined as rigid groups.
All nonhydrogen atoms were treated anisotropically. Hydrogen atoms were placed in calculated positions with isotropic thermal parameters set at 1.2 times the carbon atoms directly attached for aromatic and methylene hydrogen atoms, and 1.5 for hydrogen atoms of the methyl groups. The position of the hydrogen atoms of the methyl groups was calculated from the electron density. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (18) C2-C1-C6 120 C12-C11-C10 118.7 (4) C2-C1-Sb1 117.2 (4) C12-C11-C16 120.2 (4) C6-C1-Sb1 122.8 (4) C10-C11-C16 121.0 (3) C3-C2-C1 120 C13-C12-C11 121.5 (4) C3-C2-C7 121.1 (6) C13-C12-H12 119.2 C1-C2-C7 118.9 (6) C11-C12-H12 119.2 C4-C3-C2 120 C12-C13-C14 119.8 (4) C4-C3-H3 120 C12-C13-H13 120.1 C2-C3-H3 120 C14-C13-H13 120.1 C5-C4-C3 120 C13-C14-C15 120.2 (4) C5-C4-H4 120 C13-C14-H14 119.9 C3-C4-H4 120 C15-C14-H14 119.9 C6-C5-C4 120 C10-C15-C14 120.0 (4) C6-C5-H5 120 C10-C15-H15 120 C4-C5-H5 120 C14-C15-H15 120 C5-C6-C1 120 N2-C16-C11 112.9 (3) C5-C6-H6 120 N2-C16-H16A 109 C1-C6-H6 120 C11-C16-H16A 109
Hydrogen-bond geometry (Å, °) 
